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SEQUENCE LISTING 

<110> MEDICAL RESEARCH COUNCIL 

5 <120> SELECTION MARKERS USEFUL FOR HETEROLOGOUS GENE EXPRESSION 

<130> P036716WO 

<150> GB 0402660.5 
10 <151> 2004-02-06 

<160> 12 

<170> SeqWin99, version 1.02 

15 

<210> 1 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

20 

<220> 

<223> Flag epitope 

<400> 1 

25 Asp Tyr Lys Asp Asp Asp Asp Lys 



<210> 2 

<211> 9 

30 <212> PRT 

<213> Artificial Sequence 



35 



<220> 

<223> Haemagglutinin epitope 
<400> 2 

Tyr Pro Tyr Asp Val Pro Asp Tyr Ala 



40 <210> 3 

<211> 10 

<212> PRT 

<213> Artificial Sequence 

45 <220> 

<223> Thioredoxin epitope 

<400> 3 

Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 
50 1 5 10 

<210> 4 

<211> 5 

<212> PRT 

55 <213> Artificial Sequence 

<220> 

<223> Thrombin protease recognition site 

60 <400> 4 

Val Pro Arg Gly Ser 
1 5 

-1- 
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<210> 5 

<211> 4 

<212> PRT 

5 <213> Artificial Sequence 

<220> 

<223> Factor Xa protease recognition site 

10 <400> . 5 

lie Glu Gly Arg 
1 

<210> 6 

15 <211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

20 <223> Enterokinase recognition site 

<400> 6 

Asp Asp Asp Asp Lys 
15 

25 

<210> 7 

<211> 7 

<212> PRT 

<213> Artificial Sequence 

30 

<220> 

<223> Endopeptidase rTEV recognition site 

<400> 7 

35 Glu Asn Leu Tyr Phe Gin Gly 

1 5 

<210> 8 

<211> 8 

40 <212> PRT 

<213> Artificial Sequence 

<220> 

<223> Human rhinovirus protease 3C recognition site 

45 

<400> 8 

Leu Glu Val Leu Phe Gin Gly Pro 
1 5 

50 <210> 9 

<211> 27 

<212> DNA 

<213> Artificial Sequence 

55 <220> 

<223> MOBl Fwd primer 

<400> 9 

cccgaattca tgtcttttct acaaaat 

60 

<210> 10 

<211> 28 

<212> DNA 



27 



-2- 
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<213> 


Artificial Sequence 






<220> 








<223> 


MOBl Rev primer 




5 










<400> 


10 






cccactagtc tacctatccc tcaactcc 






<210> 


11 




10 


<211> 


96 






<212> 


DNA 






<213> 


Artificial Sequence 






<220> 






15 


<223> 


polylinker sequence 






<400> 


11 






gatctggttc cgcgtggatc cccgggaatt 


tccggtggtg 




atgggtcgac tcgagtaagc ttggtaccgc 


ggctag 


20 










<210> 


12 






<211> 


22 






<212> 


PRT 






<213> 


Artificial Sequence 




25 










<220> 








<223> 


polylinker sequence 






<400> 


12 




30 


Asp Leu 


Val Pro Arg Gly Ser Pro 


Gly lie Ser 




1 


5 






Glu Ala 


Trp Tyr Arg Gly 








20 
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28 



60 
96 



15 



35 



-3- 



